[Asymmetry in the frequencies of reciprocal recombinants in crosses of T4 phage rIIB mutants].
The frequencies of reciprocal recombinants in crosses between rIIB mutants of T4 phage were shown to differ from each other. In terms of the correction model, this asymmetry of genetic recombination was used to measure the comparative correctability of the mismatched regions to the wild type and to the mutant alleles. The data obtained are in quantitative agreement with the analogous values for the same mismatched regions determined by comparison of the markers located at the same site. This strongly suggests that the asymmetry of genetic recombination in T4 reflects the corresponding difference in rates of correction of the mismatched regions in heteroduplexes in opposite directions.